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;B8 : RNA degradation factors that localize to nuclear
bodies regulate gene expression and chromatin dynamics

(BANEERICHFRET S RNA 2BEEEICKDERFRERE
& U R & (R )

HEf: FER30HFE7H26H (K) 17004 ~18K00%
AT ALEERFEFE T 54 3-10 5=

& . BRECFR - LiEEE

Z2E:

In the eukaryotic nucleus, there are many kinds of unique structures called

nuclear bodies, which are primarily composed of proteins and RNAs. It is
believed that the multiple proteins involved in a particular biological process
gather and form a nuclear body so that they can complete the process efficiently.
However, the components, functions, and assemblies of nuclear bodies are not
fully understood yet.
To address these questions, we started to investigate nuclear bodies using the
fission yeast Schizosaccharomyces pombe 10 years ago. We have found several
proteins that show specific localization patterns in the nucleus and have studied
their functions™”. In this presentation, | will describe two RNA degradation
complexes that localize to nuclear bodies and their roles in gene expression and
chromatin dynamics, in particular, heterochromatin assembly and UPD
(uniparental disomy). Also, | would like to discuss the possibility that the functions
of these factors identified in fission yeast are evolutionarily conserved in higher
eukaryotes.
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